OOBEPWE HJTMEHTOB.

Bl:ll EDP BPAL{ E Pl HH!.I"-IHL-Iﬁ LEEHT [ MOMNEEY 1 PHO-TBHS THHETEHX HEE.‘IGAUBHHHH AH KOM
®.11.0.: UBAHOBA MAPbSl UBAHOBHA 3asBKa Ne: 3300079160 (LERVLERMR A
[ata poxgeHus: 24.03.1986 (32 r.) Mon: X 3aka3uuk: MO TBepckas
Pernctpaumm 6nomartepuana: 02.04.2018 BepemeHHoCTb: 10 Hep.

Buomarepunan: Kposb ¢ S4TA,;
B3sitne 6uomartepmana: 02.04.2018 13:15

HenHBasnBHbIM NpeHaTa/lbHbIN TECT

PE3YNLTATEI MCCNEQOBAHMA

Pesynbtat Mon nnoga PetancHan GparuHa

HH3KHMA pHCK MymcHoH 8,3%

o}

S
TecTHpyemoe COCTORHME Pesynbtar PHCK A0 TecTa’ PHMCK nocne Tecta’
Tpucomma 21 Huzkmia puck 1/424 <1/10,000
Tpucomua 18 Hu3kmia puck 1/860 <1/10,000
Tpuconmua 13 Hu3skmia puck 142,740 <1/10,000
MaHacomua X Huskmid prck 1/255 <1/10,000
Tpunnowama Huzkmia pucK

’ 133 MCKMDYEHWEM CYYAEE HETANLHOTD/NNALEHTAPHOND MO3AMLMIMA.

*OCHOBAH Ha BO3PACTE MEHILMHE, TECTALAOHHOM CPOKE W/WNK DELWENONYNALMOHHOM PUCKE. COBNKA SOCTYNHBI N0 33Npocy

2 Ona aHeynnouguia BENDY3AEeT pe3yneTaTe anropyTma Panorama (aHany3a uyMpkynupyowen AHK naoaa B Kposd MaTepH) K
Aauubie onybnMkoBaHHore wccnegosadua 17,885 menwuH M cooBWAeTCA KaK «BRICOKKA PUCK® (NONOMMTENBHAA
NPOTrHOCTHYECKAA 3IHAYMMOCTE, MN3) HAM eHUIHKMA pUcKs (OTPHUATENEHAA NPOTHOCTHYECKAA 3HaYMMoCTe, OMN3). B pacuere
WMCNONLIYETCA BOIPACT MATEPK, OOHAKD ¢PHUCK NOCAS TECTAY MOMET HE OTPAMATE AHTYaNsHYO NN3 4nA ITOM NALKMEHTE, T.K.
pE3YALTATE OpYTOFD CHPWHMHE, YNBTPAIBYKOBBIE MCCNBA0BAHMA, NHUHBIA] CEMBAHBIA AHAMHBI, HE BIIIOYEHB! B DUEHKY PUCHA.

[Jara BbinonHeHus nccneposaHna: 20.04.2018 PesynbTathl ofgobpun: 3aliueBa C. A.

+7 (495) 689-T7-04 M. sTESPEHARAS ..o WL TEERCHSR, 0. 6 6 M. -ORTAGPpREHOS Nones 0. Mapwana Bupozosa, 0. 7
+7 (495) 6B9-70-52 M. sfobpelHHHCKaR: ... yn. Banoaas, . 32/75 ¢l w. sBpaTHcnascHans ...y HoBoMmapesHcHas, 0. 15

M, sHprnaToxoes ... OCesudi SyneBap, 0. L0 Wl w, o Mpasmor@ans e ¥, BRADOGOCRagcKan, 0. 32

M, sldro-3anagans,, vn, SAanennes AHoxuea, 0. 7 ., «BabyiuKKHoKan: | vene WL MBS MBCHKORS, . 19 13
www.dnkom.ru w.-napsnoseas:... yn. FeHepana EpMonosa, 4. 8 M, “CeMEHOBCHAR® v MaMAANOBCKOE WL, 0. 11 crp 1



Patient Information . Test Information =
. Patient Name: Maria lvanova S G DaﬂOl’ama

: Ordering Physician: Serebrenikova

: . natera prenatal screen
Date of Birth: 03/24/1986 Cilnl.c.lnformatlon: LLC Progen ABOUT THIS SCREEN: Panorama™ is a screening
{ Matemial AgeatEDD:: .32 ; ; Addtlonal Reports:  N/A i test, not diagnostic. It evaluates genetic information
. Gestational Age: 10 weeks/1 days . Report Date: 04/14/2018 : in the maternal blood, which is a mixture of maternal
: Maternal Weight: 145.51 Ibs . . Samples Collected: 04/02/2018 . and placental DNA, to determine the chance for
© Collection Kit: 4603196-2-N . SamplesReceived:  04/09/2018 : ;Poeft'cufhrt‘:]m‘}fffj‘iy a_?"ﬁ;”;‘a"_t'ﬁ'f;f T’;edtestdd"'lﬁs
d . s ‘o : ell with certainty if a fetus is affected, and only
: Refererlce I 23351162 . Mother Rlogd . tests for the conditions ordered by the healthcare
: Case File ID: 1750786 provider. A low risk result does not guarantee an
: : . unaffected fetus.
FINAL RESULTS SUMMARY
Result Fetal Sex Fetal Fraction
LOW RISK Male 8.3%

N
S

RESULT DETAILS: ANEUPLOIDIES

Condition tested” Result Risk Before Test’ Risk After Test’

Trisomy 21 Low Risk 1/424 <1/10,000

Tr|somy e e A e T <1/10000 ............................
Tr|somy B s 1/2740 ................................ <1f10000 ............................
MonosomyX ~ LlowRisk  1/255  <110000
Tr|p|0|dyL0wR|sk

1. Excludes cases with evidence of fetal and/or placental mosaicism. 2. Based on maternal age, gestational age, and/or general population, as applicable. References available upon
request. 3. Risk after test for aneuploidy incorporates results from the Panorama algorithm and data from a published study of 17,885 women [Dar et al. Am J Obstet Gynecol. 2014.
Nov;211(5):527.e1-27.e17] and are reported as PPV (high risk) and NPV (low risk). Maternal age is utilized in this calculation, however the "risk after test” may not reflect the actual PPV
for this patient, as additional risk factors, including but not limited to; results of other screening, ultrasound findings, personal/family history, are not included in the risk assessment.

Approved By: /;Q [ ?_;Susan Zneimer, Ph.D., FACMGG, Laboratory Director

IF THE ORDERING PROVIDER HAS QUESTIONS OR WISHES TO DISCUSS THE RESULTS, PLEASE CONTACT US AT 650-249-9090 #3. Ask for the NIPT genetic counselor on call.

CLIA ID#05D1082992; Rev Oc5eb?96 Report ID1750786-26266367 S N ate ra
Matera, Inc., 1-855-866-NIPT (6478) 201 Industrial Road Suite 410, San Carlos, CA 94070 s 5




Patient Information Varia lvanova Test Information G p anorama

Patient Name: : Ordering Physician: Serebrenikova natera prenatal screen

Date of Birth: 03/24/1986 Chm‘c.lnformatlon: LLC Progen ABOUT THIS SCREEN: Panorama™ is a screening
{ Matemial AgeatEDD:: .32 ; ; Addtlonal Reports:  N/A i test, not diagnostic. It evaluates genetic information
. Gestational Age: 10 weeks/1 days . Report Date: 04/14/2018 : in the maternal blood, which is a mixture of maternal
: Maternal Weight: 145.51 Ibs . . Samples Collected: 04/02/2018 . and placental DNA, to determine the chance for
* Collection Kit: 4603196-2-N © © Samples Received:  04/09/2018 : ;Poeﬂﬂuch_ft‘;mo?']‘iy %?"‘;fTa"F'Ei‘f-f T*;edtestdd"?—"
) ) > ¢ : ell with certainty if a fetus is affected, and only
| Referencelll: 23831162 P MigtherBlog tests for the conditions ordered by the healthcare

Case File ID: 1750786

provider. A low risk result does not guarantee an
unaffected fetus.

The information in the table below Sensitivity is the ability to correctly identify a truly high risk case as high risk. For example, in a group
relates to the general performance of Trisomy 21 cases, Panorama will correctly identify more than 99% of those cases.
of the test.

Specificity is the ability to correctly identify an unaffected case as low risk.

Positive Predictive Value is the likelihood the result says high-risk and the fetus is actually affected.
For example, when Panorama shows a high-risk result for Trisomy 21, there is a 91% chance that the
fetus is affected by Trisomy 21. In other words, 9% of the time, you may get a high-risk result when
the fetus is not affected by Trisomy 21.

Negative Predictive Value is the likelihood the result says low-risk and the fetus is truly not affected.

Condition Sensitivity (95% Cl) Specificity (95% Cl) Positive Negative
Predictive Value  Predictive Value

Trisomy 214 >99% (Cl 97.8-99.9) >99% (Cl 99.7-100) 91% >99.99%*
Tnsomywm“ __________________________ T T T e T e
, Trlsomy e e T T s — S
. Monosomy — s s s e o T e T e
Triploidy®® >99% (Cl 66.4-100) >99% (C199.5-100) 53% >99.99%*
' xxx Xy Xyt N/A-Reported when identified  N/A-Reported when identified  89% N/A-Reported when identified
| 22q11.2 deletion syndrome’®®  90.0% (CI 55.5-99.7) >99% (C1 98.6-99.9) 20%™* 99.97-99.99%***
1936delet|on Syndmmem ___________ e ois o ey s g e
Angelmansyndmmen ________________ Sy R oo e
| Cri-du-chat syndrome’® >99% (C1 85.8-100) >99% (C199.1-100) 2-5% >99.99% |
B Synd = g T e YT g T
| Female >99.9% (Cl 99.4-100) >99.9% (Cl 99.5-100)
[ R e R S e T S
; E;i:f:::t?:f;flbir;:?gri‘d,z%?‘:m‘:gﬂ?ﬁﬁzmﬁ ;oegﬁ(l)(i:ls ;E:iz:lllzfﬁlow-up is performed to ensure the NPV does not fall below the quoted value but follow up is not obtained

3. Ryan A et al. Fetal Diagn Ther. 2016;40(3):219-223
4. Dar P et al. Am J Obstet Gynecol. 2014 Nov;211(5):527.e1-527.e17
5. Nicolaides KH et al. Fetal Diagn Ther. 2014;35(3):212-7.

** PPV for 22q11.2 deletion syndrome and Angelman syndrome in published studies was 20% and 10% respectively when no
ultrasound anomalies were seen and was up to 100% when ultrasound anomalies were seen prior to testing.

- - " *** Dependent upon fetal fraction. For 22q11.2 deletion syndrome, only the paternal allele is evaluated at FF = 6.5%. For 1p36
g' &';22; g zz :1' im j g:::i:: g:xig: igi: ;:2521122((1;‘]293'921‘219_9 deletion syndrome and Cri-du-chat syndrome, only the paternal allele is evaluated at FF < 7%. For Angelman syndrome, no risk
3' Martin et al Clirll Genetics, 2017 Jul 11’ g SR assessment is reported at FF < 7%. For Prader-Willi syndrome, no risk assessment is reported at FF s 2.8%.
9. Norvez A et al. The European Human Genetics Conference, ESHG. Test specifications above are applicable to singleton and monozygatic twin pregnancies only. For additional information, please visit:
Copenhagen, Denmark. May 27-30, 2017, www.natera. A test/test-specs

Testing Methodology: DNA isolated from the maternal blood, which contains placental DNA, is amplified at specific loci using a targeted PCR assay, and sequenced using a high-throughput sequencer. Sequencing
data is analyzed using Natera's proprietary algorithm to determine the fetal copy number for chromosomes 13, 18, 21, X, and Y, thereby identifying whole chromosome abnormalities at these locations, and if ordered,
the microdeletion panel will identify microdeletions at the specified loci only. If a sample fails to meet the quality threshold, no result will be reported for the specified chromosome(s). The test requires sufficient fetal
fraction to produce a result. Fetal fraction is determined using a proprietary algorithm incorporating data from single nucleotide polymaorphism-based next-generation sequencing. Estimates of fetal fraction may differ
when measured by different laboratories and/or methodologies.

Disclaimers: This test has been validated on women with a singleton, twin or egg donor pregnancy of at least nine weeks gestation. A result will not be available for higher order multiples and multiple gestation
pregnancies with an egg donor or surrogate, or bone marrow transplant recipients. Complete test panel is not available for twin gestations and pregnancies achieved with an egg donor or surrogate. For twin
pregnancies with a fetal fraction value below the threshold for analysis, a sum of the fetal fractions for both twins will be reported. Findings of unknown significance will not be reported. As this assay is a screening
test and not diagnostic, false positives and false negatives can occur. High risk test results need diagnostic confirmation by alternative testing methods. Low risk results do not fully exclude the diagnosis of any of the
syndromes nor do they exclude the possibility of other chromosomal abnormalities or birth defects, which are not a part of this test. Potential sources of inaccurate results include, but are not limited to, mosaicism,
low fetal fraction, limitations of current diagnostic techniques, or misidentification of samples. This test will not identify all deletions associated with each microdeletion syndrome. This test has been validated on

full region deletions only and may be unable to detect smaller deletions. Microdeletion risk score is dependent upon fetal fraction, as deletions on the maternally inherited copy are difficult to identify at lower fetal
fractions. Test results should always be interpreted by a clinician in the context of clinical and familial data with the availability of genetic counseling when appropriate. The Panorama prenatal test was developed by
MNatera, Inc., a laboratory certified under the Clinical Laboratory Improvement Amendments (CLIA). This test has not been cleared or approved by the U.S, Food and Drug Administration (FDA).

CLIA ID#05D1082992; Rev Oc5eb996 Report ID1750786-26266367
Matera, Inc., 1-855-866-NIPT (6478) 201 Industrial Road Suite 410, San Carlos, CA 94070

® natera



